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MCGILL AND D2R DMP TEMPLATE

This template contains sections and questions designed to assist with guiding the development of a data management plan (DMP) in accordance with the D2R Research Data Management Guideline and Best Practices version 1. You may skip or omit questions or sections that are not relevant for your project context, or that require repeating information that has already been included elsewhere in the DMP. 
To get support in filling out this template please contact either Alisa Rod from the DRS team and/or Mathieu Bourgey, from the D2R-HeDS platform.

Project Title: 
Principal Investigator(s): 
Co‑Investigators / Team: 
Institution(s): 
Version / Date: 
Contact for Data Management: 

Contractual, legal and ethical compliance (if applicable)
1. Please describe any commercial restrictions or compliance that affect your data in totality or in part.
Guidance: Indicate whether your project is subject to any commercial agreements, IP protection, or licensing constraints. Specify if your data contains proprietary information, trade secrets, patented material, or is subject to NDAs or MTAs (Material Transfer Agreements). If applicable, explain how these restrictions may limit data sharing or require delayed access (e.g., embargo periods for commercialization or patent filing).          
2. Please describe any ethical restrictions or compliance that affect your data in totality or in part.
Guidance: Describe whether your data includes human participant data, patient records, or sensitive personal information. Indicate if the data is governed by a Research Ethics Board (REB/IRB) protocol and whether participant consent places restrictions on reuse or sharing. If you are working with Indigenous data, mention if OCAP or CARE principles apply and outline the terms of community collaboration and consent.
State any specific data de-identification or anonymization steps taken to support ethical compliance.       
3. Please describe any legal restrictions or compliance that affect your data in totality or in part. 
Guidance: Outline any laws or regulations your project must comply with, such as Quebec’s Law 25 (formerly Bill 64), federal privacy legislation (e.g., PIPEDA), or laws from other countries (e.g., GDPR, if working with European partners). Mention whether your data involves minors, vulnerable populations, or cross-border data transfer, and describe how legal compliance is being ensured.

Data Collection
4. What types of data will you collect? What file formats will you generate during the data collection phase? What data collection instruments or scales will you use to collect the data? What software programs will you use to collect the data set(s)?

	Data Type
	Collection dates (real or planed)
	File Format(s)
	Instrument or Scale
	Data Size Estimate
	Software Program

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	




Please add or remove rows in the table as required.

Guidance to complete this table: 
· Data Types: Describe all types of data you will collect throughout the research process, paying special attention to participant-driven or clinical data. Examples of data types may include omics, molecular diagnostics/analytics, quantum chemistry reference dataset, text, numeric (ASCII, binary), images (microscopy and others), audio, video, tabular data, experimental, observational and simulation/modelling data, instrumentation data, codes, ML model parameter, software and algorithms, and any other materials that may be produced during the project. 
· For -omics data: Describe sequencing or mass spectrometry platforms. Specify expected data types for raw and processed files and for metadata. Include data size estimates.
· For molecular and immunological data: Include a description of the data types. 
· For structural biology: Include structural coordinates, electron density maps, and diffraction data.
· For formulation data: Describe LNP/EV profiling: particle size, zeta potential, encapsulation efficiency. Indicate instruments. 
· For case report forms and epidemiological data: Describe inclusion/exclusion criteria, and primary and secondary outcomes. Detail the structure of the report form. Indicate the source of the report content (electronic data capture systems).
· For Computational/Design Data: Include input/output formats. Document tools used or created. Describe intermediate formats and possible checkpoints.        
· Collection Times: Indicate whether your data is collected at a single point in time (single measurement) or repeatedly over time (longitudinal). If longitudinal, please specify the frequency (e.g., hourly, daily, weekly) or regularity (e.g., fixed intervals, variable timing, event-based).
· [bookmark: _Int_FW84R3dX]File Formats: List the file formats associated with each data types and each software program that will be used to collect them during the collection phase (e.g., DICOM, .txt, .csv, .mp4, .wav). One goal of this section is to highlight whether the file formats that will be collected or created are open file formats (e.g., .csv, .txt) or proprietary file formats (e.g., .xlxs, .sav, etc.); this has implications for long-term preservation, mitigating obsolescence, and access to software for reproducibility of findings.                  
· Instrument or Scale: Provide a description of any data collection instruments or scales that will be used to collect data. These may include, but are not limited to, laboratory instruments, imaging devices, demographic, behavioural, or psychological scales or questionnaires, or clinical instruments. If using a pre-existing instrument or scale, provide reference to it in this section. 
· Data Size Estimates: provide an estimate of the overall size of the data from this kind that you will generate over your project. Please indicate the unit (MB, GB, TB, PB) 
· Software Program: Provide the version of each software program that will be used if applicable.

Example:
	Data Type
	Collection Times
	File Format(s)
	Instrument or Scale
	Data Size Estimate
	Software Program

	RNA-seq data (raw & processed)
	One-time or repeated
	FASTQ, BAM, GTF, VCF
	Illumina NovaSeq 6000, library prep via NEBNext Ultra II
	30GB
	STAR v2.7, HTSeq v0.11.2, bcftools v1.16

	Metabolomics data
	Repeated sampling
	CSV, mzML, netCDF
	LC-MS/MS using Orbitrap Exploris 480
	500MB
	Xcalibur v4.3, Skyline v22.2

	NMR spectroscopy
	Single measurements
	JCAMP-DX, FID, CSV
	600 MHz Bruker Avance Neo
	1GB
	TopSpin v4.1.1

	Microscopy data
	time-lapse imaging
	TIFF, CZI, LSM
	Zeiss LSM 980 confocal
	10GB
	Zen Blue v3.6, CellProfiler

	Mass spectrometry
	Per experiment or run
	mzML, RAW, CSV
	Thermo Q Exactive Orbitrap
	2GB
	Proteome Discoverer v3.0, OpenMS v2.8

	Flow cytometry
	Per experiment
	FCS
	BD LSR Fortessa
	30MB
	BD FACSDiva v9.0, FloJo v11.0

	Structural data (cryo-EM)
	Per structure
	MRC, PDB, mmCIF
	Titan Krios cryo-EM, Vitrobot sample prep
	500GB
	RELION v4.0, Phenix v1.20.1

	Formulation data (LNP/EV)
	Per batch or run
	CSV, XLSX
	Nanosight NS300, DLS, Zetasizer
	200MB
	NanoSight software v3.4, ZS Xplorer

	Clinical or CRF data
	Longitudinal 
(at each visit)

	CSV, XLSX, REDCap exports
	REDCap platform, patient interviews
	50MB
	REDCap v13.1, SPSS v28

	Sequence design data (in silico)
	Iterative
	FASTA, CSV, TXT
	RNA structure predictors, codon optimization tools
	50MB
	RNAstructure v6.5, ViennaRNA v2.6.4

	Compound screening results
	High-throughput batches
	CSV, SDF, XLSX
	Biotek plate readers, chemical libraries
	250MB
	Prism v10, ChemAxon



5. Does this project involve the use or analysis of secondary data? If yes, please list all secondary data that will be used and what is the data-sharing arrangement for them?
Guidance: Describe any secondary data you expect to reuse. Secondary data is data collected by another individual, organization, or research project for a different purpose, but is being reused or repurposed in the current research project. List any available documentation, licenses, or terms of use assigned. If the data has a digital object identifier (DOI) or unique accession number, include that information and the name of the repository or database that holds the data. This will allow you to easily navigate back to the data and properly cite and acknowledge the data creators in any publication or research output. For data that is not publicly available, you have to enter a data-sharing arrangement with the data custodian, which should be noted here.


6. What conventions and procedures will you use to structure, name, and version-control your files to help you and others better understand how your data are organized?
Guidance: Provide examples of a consistent file naming convention that will be used for this study. Examples of file names might include the type of file, the sample ID or participant number, the date, the study phase, or any other meaningful information (usually up to 5 pieces of meaningful information). Using a file naming convention worksheet can be very useful. Make sure the convention only uses alphanumeric characters, dashes, and underscores. In general, file names should be 32 characters or less and contain the date and the version number (e.g.: “P1-MUS023_2020-02-29_051_raw.tif” and “P1-MUS023_2020-02-29_051_clean_v1.tif”). 
It is essential to maintain accurate records of various file copies or versions, files stored in different formats or locations, and information cross-referenced between files. This process is called 'version control'. Logical file structures, informative naming conventions, and clear indications of file versions all contribute to better use of your data during and after your research project. These practices will help ensure that you and your research team are using the appropriate version of your data and minimize confusion regarding copies on different computers and/or on different media. 


Metadata and Documentation 
7. What information about your research would someone outside of your research team need to know to replicate, reuse or interpret your data?
Guidance: Describe where to find the documentation about your research data (from raw data to results). If no documentation exists or is planned to be created during the project, please list what information might be useful to accompany your data if you were to share it with someone else (e.g., the study protocol, interview guide, codebook, information about software used, questionnaires, user guide for the data, SOPs). Think about how this information could be made accessible (freely or on demand).  

Example:
· For an RNA-seq experiment, include the sequencing protocol, location of the alignment pipeline script, and sample metadata describing tissue source, condition, and replicates.
· For CRISPR screening data, provide the guide RNA library used, selection conditions, location of  the read count matrices and analysis scripts.
· For a formulation study using lipid nanoparticles (LNPs), include the experimental protocol, component ratios, particle characterization data, and analysis software version.”

It is recommended that all documentation be compiled into a single guiding document and stored in the same location as the dataset whenever possible.
         
8. Are there metadata standards that you could use to describe your data?
Guidance: Metadata standards can provide guidance on how best to document your data. Specify the metadata standards (e.g., MIAME, MINSEQE) that will be adhered to for annotating the datasets, ensuring that data is findable, accessible, interoperable, and reusable (FAIR). If you do not know of any existing standards in your field, visit this website to search for available standards: https://fairsharing.org/. There is both metadata required for understanding the data collected for a study (e.g., data dictionary) and metadata required for indexing in search engines so that others can find the dataset if they are looking for information about a certain research topic. A non-exhaustive list of potential metadata is provided as an example in Annex 4 of the D2R Research Data Management Guideline and Best Practices.
Storage and Backup 
9. What are the storage requirements for your data?
Guidance: Provide an estimate of how much data you will collect in the form of terabytes, gigabytes, or megabytes as needed. Include estimates for each data type if possible (e.g., 2 GB for video files, 500 MB for interview transcripts). You could also detail the data acquisition plan, e.g. if you plan to collect data linearly all along the project or in a phased process.           
10. Where will your data (including metadata and clinical information) be stored? Precisely, where will your data be stored during the different phases of the project, if relevant?
Guidance: Describe where your data will be stored while data is being collected, during the analysis phase, or for long-term storage. If you collect data from participants, how will this information be sorted and managed (e.g., in a local computer file, on a hospital IT-managed storage server or REDCap server, on enterprise-licensed cloud storage such as Microsoft SharePoint)? 
For information on McGill University-specific storage options for research data, see the Digital Research Services (DRS) FAQ page: https://www.mcgill.ca/drs/faq         

11. What cybersecurity and privacy measures are in place to protect the data?

Guidance: Address data security, especially sensitive data, by detailing access controls and encryption measures.  Outline the cybersecurity and privacy solutions for data storage that need to be taken during and after the project, including backup and recovery processes. Describe the level of identifiability of the data (e.g., anonymized, de-identified, pseudonymized, or identifiable), and explain how this influences your security and privacy requirements. If your data contains sensitive or personal information (e.g., genomic, clinical, or survey responses), specify the safeguards in place.



Data sharing and reuse

Guidance: In this section, there are prompts to guide descriptions of preservation, deposit, sharing, and/or destruction plans for the research data after the project is complete. If the project involves only restricted data (e.g., data containing protected health information [PHI] or other regulated data), please refer to the questions in this section that relate to restricted data. 

Plans for data preservation, deposit, sharing, and/or destruction should align with relevant institutional, provincial, national, and/or international regulations and policies that govern the project data (e.g., Loi 25/Access Act in Québec, HIPAA in the US, GDPR for Europe, etc.).

The FAIR principles (stating that data should be findable, accessible, interoperable, and reusable) are recommended as the standard for sharing or depositing data at the end of a project. They aim to ensure that research data is available for reuse or replication, promoting transparency and innovation. Findable in this context means the data must reside somewhere (i.e., in a repository) that is indexed by search engines (or retrievable via an API) and assigned its own unique digital identifier (DOI, accession number, or any other recognized digital identifier) as part of that process. Accessible means that the data or information about the data (metadata) should be in a public-facing repository. Interoperable means that data files should be usable in non-proprietary software (i.e., using open formats such as TAB or CSV instead of proprietary formats like Excel). This is to ensure that files remain usable and non-obsolete in the long term. Re-usable in this context does not mean the data have to be open, but rather, that any other researcher or individual who wants to use the data can clearly understand the terms and conditions for re-use (e.g., do they have to cite the original creator of the dataset? Do they need to submit their own REB? Is it restricted for use in similar research or for researchers in a similar discipline? Etc.).

12. After the project is complete, will your data be migrated to preservation formats?
Guidance: Many proprietary file formats, such as those generated from Microsoft software or statistical analysis tools (e.g, .sav for SPSS, .sas for SAS, etc.), can make the data difficult to access later. Consider transforming any proprietary files into preservation-friendly formats to ensure your data can be opened in any program. Describe the process for migrating any data formats here.           

13. After the project is complete, where will the data be stored, and for how long? 
Guidance: Describe where your data will be stored after project completion (e.g., in the D2R data catalogue, in the McGill Dataverse, in an external data repository, or in secure institutional computer storage). Depositing a dataset in a public data repository is a necessary, but not always sufficient, way to make a dataset FAIR. In cases where your data is disseminated as supporting information in peer-reviewed publications, as often happens for molecular characterization data (e.g., NMR, MS, and X-ray crystallography), we recommend also planning to deposit raw and processed data in an independent repository with appropriate metadata and persistent identifiers, where applicable. This will ensure FAIR compliance and long-term accessibility.
Describe how long each data should be preserved after the end of the project. It is essential to note that not every dataset requires preservation indefinitely. For example, raw data are usually preserved for a long period, while results are preserved for a short to mid-term period, and intermediate data are often not preserved after the project's completion.   

14. After the project is complete, how will you share your data? 
Guidance: If you plan to deposit a version of the dataset in a public repository, describe the license (terms for re-use) that you will apply to your data. Select a license that best suits the parameters of how you would like to share your data, and how you would prefer to be credited. See this resource to help you decide: https://chooser-beta.creativecommons.org/. If you have collected restricted data, what steps would someone requesting your data need to follow to access it? Restrictions on data may include, but are not limited to, the sensitivity of the data, data being acquired under license, or data being restricted under a data use agreement. Describe what restrictions (if any) apply to your research data. 
If your data is restricted, describe how a researcher could access that data for secondary analyses. Examples of these procedures may include completing a Research Ethics Board application, signing a data use agreement, and submitting a proposal to a community advisory board, among others. Be as specific as possible in this section. Are there other considerations that may either support or preclude data sharing? Address ethical considerations, especially consent and privacy issues related to human genomic data. Outline compliance with legal requirements and guidelines. Describe provisions for enabling the reuse of the data by others, including licensing arrangements (e.g., Creative Commons, GPL).
15. After the preservation period, how will your data be destroyed?
Guidance: What procedures are in place to destroy the data after the retention period is complete, if applicable? Describe what steps will be taken to destroy study data. These steps may include shredding physical documents, making data unretrievable with support from your Information Technology department, or other personal measures to eliminate data files.        

Responsibilities and Resources
16. Who is the main contact and steward for the data collected in this study?
Guidance: Provide the name(s), affiliation(s), and contact information for the main study contact.           
17. Who will have access to your data throughout the project? 
Guidance: Provide the name(s), affiliation(s), contact information, and responsibilities of each study team member in relation to working with the study data. Please indicate which type of access each person should have. If working with institutional Information Technology members, statisticians, or other stakeholders outside your immediate team, provide their information as well.  

Please also specify the type of access everyone will have (e.g., read-only, editing, admin-level access), especially for shared storage or collaborative platforms. Clearly distinguishing access levels helps ensure the appropriate implementation of data security, accountability, and privacy controls throughout the project.         

Example:
	Name
	Affiliation
	Role – Responsability
	Access

	Prof A
	McGill University
	PI – Oversees data generation
	Editing/Admin

	Mrs B
	McGill University
	Research Associate - Data collection and preprocessing
	Editing

	Collaborator C
	UBC
	Statistician - Statistical analysis only
	Read-only

	IT Support
	McGill University
	McGill IT - Storage and backup management
	Admin



18. Will any new members be added, or responsibilities be transferred over the course of the study? 
Guidance: Describe the process by which new collaborators/team members will be added to the project, if applicable. Include the type(s) of responsibilities that may require new team members to be added during, or after the project is completed. Describe any contingency plans in the case of staff turnover or other unforeseen issues.          
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